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SUEUECT INDEX TO VOLUME 29 (1988) 

A&lonpeteutlal 
Axonal membrane; Ion channel; Na+ flux; Solid-state conduc- 
tance (Rosenbusch, J.P. (29) 79) 

Bacterial surface proteiu 
Outer membrane protein, Electron microscopy; Shape de- 
terminatioit; Macromolecular recognition (Baumeister, W. (29) 
39) 

Active diffusion 
Muscle contraction; Myosin; Hype&tarp phenomenon; Com- 
puter simulation; Random walk (Kagawa, H. (29) 327) 

Bacteriorhodopsin 
Retinal; Light-energy transduction; Photocurrent; Proton con- 
duction; Bioenergetics (Keszthelyi, L. (29) 127) 

a?+ &Jlation; ca2+ -receptor protein; Troponin; Cabnodu- 
hn; cytoplasmic streaming; (Physuram polyce@tulum) @bashi, 
S. (29) 137) 

Biedtemical kinetics 
Q/3-replicase; Template-instructed replication; Stochastic 
center manifold treatment (FemBndez, A. (29) 317) 

DNA; DNA-containing plasma; Prokaryotic nucleosome; His- 
tone-like protein, Chromatin (Kellenberger, E. (29) 51) 

Bioolaergetics 
Bacteriorhodopsiq Retinal; Light-energy transduction; Photo- 
current: Proton conduction (Keszthelyi, L. (29) 127) 

Amino acid gradient 
Na’ electrochemical gradient; (Mouse ascites tumour cell) 
(Eddy, A.A. (29) 119) 

Biopdymer 
Ctyobehavior; Cryoprotectant; Water; Gelation (Vincent, C. 
(29) 161) 

CAminopetticilbmic acid 
Calotimetty; Enthalpy; Entropy; Equilibrium umstant; Gibbs 
energy; Heat capacity; HPLC; Penicillin acylase; Penicilbn G, 
Thermodynamics (Tewari, Y.B. (29) 245) 

Be 
Oscillatory enzyme; Bursting: Chaos (Goldbeter, A. (29) 211) 

Apparent molar compressmnity 
Nucleic acid hydration; Ultrasound velocity; Apparent molar 
volume; Hydration she& Nucleic base (l3uddn, V.A. (29) 283) 

B-Q2 
Oscillatory enzyme; Birhythmicity; Chaos (Goldbeter, A. (29) 
211) 

Apparent molar v&mte 
Nucleic acid hydration; Ultrasound velocity; Apparent molar 
compressibility; Hydration shell, Nucleic base (Buckin, V.A. 

cd’ channel 
Neurotransmitter release; Membrane potential (Pamas, I. (29) 
85) 

(29) 283) 

Aa9ociatlonconatant 
Macromokular &era&on; Light scatterin (Zimmerman, 
J.K. (29) 231) 

caz+-receptor preteii 
Ca2+ regulation; Tropoti, Calmodulin; Actomyosin; Cyto- 
plasmic streaming; (Physarwn polycephdum) (Elm&i, S. (29) 
137) 

H +-ATT’ syntltase 
Mitochondria; ATP synthesis (Martins, O.B. (29) 111) 

ATP syntaesis 
H+-ATP synthase; Mitochondria (Martins, O.B. (29) 111) 

Ca*+ regulation 
Ca2+-receptor protein; Tropoti, Calmodulin, Actomyosin; 
Cytoplasmic streamin g; (Physarum polycephalum) (Ebasbi, S. 
(29) 137) 

Axonal- Ca2+ regulation; Ca2+ 
Action potential, Ion channel; Na+ flux; Solid-state conduc- 

-receptor protein, Troponim Actomyo- 
sin, Cytoplasmic streaming; ( Phywum potycephalum 1 (Ebashi, 

tance (Rosenbusch, J.P. (29) 79) S. (29) 137) 
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calorimetry 
6-Aminopenicillani~ acid; Ettthalpy; Entropy; Equilibrium 
constant; Gibbs energy; Heat capacity; HPLC; Penicillin 
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

catch medlanlsm 
Paramyosin; Filament network; Phosphorylation; Catch state; 
Relaxed state (C&n, G. (29) 147) 

catch state 
Paramyosin; Catch mechanism; Filament’netwofk; Phosphory- 
lation; R&xed state (Chen, G. (29) 147) 

Chaos 
Oscillatory enzyme; Birhythmicity; Bursting (Goldbeter, A. 
(29) 211) 

Chlorophyll o 
Polarized resonance Raman spectrum; Liquid crystal; Order 
parameter; Distribution function (Wrobel, D. (29) 309) ” 

Chromatht 
DNA; DNA-containing plasma; Prokaryotic nucleosome; His- 
tone-like protein; Aggregation sensitivity (Kellenberger, E. (29) 
51) 

Codou/antkodon 
Thermophilic enzyme; Temperature adaptation; Lactate dehy- 
drogenase; Evolution; Genetic code (Zuber, H. (29) 171) 

Connective tissue; Mechanical properties; X-ray diffraction; 
Molecular packing; Fibril size distribution (Parry, D.A.D. (29) 
195) 

chmputer-n 
Muscle contraction; Myosin; Active diffusion; Hyper-sharp 
phenomenon; Random walk (Kagawa, H. (29) 327) 

Cmmectlre tissue 
Collagen structure; Mechanical properties; X-ray diffraction; 
Molecular packing; Fibril sire distribution (Parry, D.A.D. (29) 
195) 

Cryoprotectant; Water; Biopolymer; Gelation (Viioent, C. (29) 
161) 

Cryobehavlor; Water: Biopolymer; Gelation (Vincent, C. (29) 
161) ” 

Electric gradient; Gating channel; Phobic response; Photo- 
taxis; Protdn-motive force; (Phennidiium uncindhmr) (Hitier; 
D.:P. (29) 155) 

Ca’+ regulation; Ca2+-receptor protein; Troponin; Calmodu- 
lin; Actomyosin; (Physarum pdycephalum) (Ebasbi, S. (29) 
137) 

Data analysis 
L&and bitnling; Hemoglobin (Di Cera, E. (29) 351) 

Differential capacitance 
&-Microglobulin, Interfacial properties; Protein unfolding; 
Water/mercury interface (Brabec, V. (29) 271) 

Differential seamdng cd- 
Protein denaturation; Lipid melting; Heat capacity; Phase 
transition (Bend&o, P.I. (29) 301) 

Dipole moment 
Mean squared optical auisotropy; Molar Kerr constant; Poly- 
glycine; Secondary structure: Unperturbed dimensions (Dolcet, 
C. (29) 253) 

Dlstrlbution function 
Chlorophyll a; Polarized resonance Raman spectrum; Liquid 
crystal; Order parameter (Wr6be1, D. (29) 309) 

DNA 
DNA-containing plasma; Prokaryotic nucleosome; Hi&one-like 
protein; Aggregation sensitivity; Chrotnatin (Kellenberger, E. 
(29) 51) 

DNA-contafning plasma 
DNA; Prokaryotic nueleosome; Histonelike protein; Aggrega- 
tion sensitivity; Chromatin (Kellenberger, E. (29) 51) 

DNA-protein binding 
DNA sequence recognition; X-ray crystallography; Repressor- 
operator complex; Transcriptional regulation (Harrison, S.C. 
(29) 31) 

DNA sequence recognftion 
DNA-protein binding; X-ray crystallography; Repressor-oper- 
ator complex; Transcriptional regulation (Harrison, SC. (29) 
31) 

DNA snpercofling 
DNA topoisomerase; intracellular DNA; Structural transition 
(Giaever, G.N. (29) 7) 

DNA tqmisomerase 
DNA supercoiling; intracellular DNA; Structural transition 
(oiaever, G.N. (29) 7) 



361 

Membrane potential (Oh&ma, H. (29) 277) 

El&ric gradlent 
Cyanobacteria; Gating channel; Phobic response; Phototaxis; 
Proton-motive force; (Phonnidira turcindunr) (H%der, D.-P. 
(29) 155) 

Naf-glutamate cotransport; K+; H+; Rate limitation; Ion 
channel (Kinne, R. (29) 105) 

EaouNmktnuldtioo 
Tryptophaq Ribonuclease T,; Quantum-mechanical calcula- 
tion (Ilich, P. (29) 341) 

Bacterial surface protein, Outer membrane protein; Shape 
determination; Macromolecular recognition (Baumeister, W. 
(29) 39) 

-PY 
6-Aminopenicilhmic acid; Calorimetry; Entropy; Equilibrium 
constat% Gibbs energy; Heat capacity; HPLC, Mcillin 
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Equilibrium 
constant; Gibbs energy; Heat capacity; HPLC; Penicillin 
acylase; Penicillin G, Tbermod~cs (Tewari, Y.B. (29) 245) 

F4plilibrIlunwnstant 
6-Aminopenicilhmic acid; Cal-; Enthalpy; Entropy; 
Gibbs energy: Heat capacity; HPLC, Penicillin acylase; Peni- 
cillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

ESR 
5’-Nuclmtidasq Spin labeling (Fini, C. (29) 225) 

Evdution 
Thermophilic enzyme; Temperature adaptation; Lactate dehy- 
drogena~e; C!odon/mticodon; Genetic code (Zuber, H. (29) 
171) 

Exdtation 
Spontaneous oscillation; LangmukBlodgett fii (Yoshikawa, 
K. (29) 293) 

Flbrilsizedlslrltnition 
Collagen structure; Connective tissue; Mechanical properties; 
X-ray diffraction; Molecular packing (Parry, D.A.D. (29) 195) 

FaementlK4wodi 
Paramyosiq Catch me&an&q Phosphoryh&m; Catch state; 
Relaxed state (Chen, G. (29) 147) 

catingchannel 
Cyanobacteria; Electric gradient; Phobic response; Phototaxis; 
Proton-motive force; (Phwsrn undnurum) (H.&der, D.-P. 
(29) 155) 

G?htiOll 

Cryobehavior; Cryoprotectant; Water; Biopolymer (Vincent, 
C. (29) 161) 

Genetjc cnda 
Thermophilic enzyme; Temperature adaptation; Lactate dehy- 
drogenase; Codon/anticodon; Evolution (Zuber, H. (29) 171) 

Gihhs energy 
6-Ami~mpenicillanic acid; Calorimetry; Enthalpy; Entropy; 
Equilibrium constant; Heat capacity; HPLC: Penicillin acylase; 
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

H+ 
Na+-glutamate cotransport; K+; F!lectrogenicity; Rate limita- 
tion; Ion channel (Kinne, R. (29) 105) 

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy; 
Equilibrium constant; Gibbs. energy; HPLC; Peni& acylase; 
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

Protein denaturation; Lipid melting; Phase transition; Dif- 
ferential scanning calorimetry (Bend&o, P.1. (29) 301) 

Heavy-atom hater 
R&some; X-ray crystallography; Three-dimensional crystal; 
Image reconstruction; Subunit tunnel (Yom&, A. (29) 17) 

Hemoglobin 
Photodissooiation; Ttiresolved optical spectroscopy; Lig- 
and-binding kinetics; Structural dynamics (Murray, L.P. (29) 
63) 

Data analysis; Ligand binding (Di Cera, E. (29) 351) 

Hi&one-like protein 
DNA; DNA-containing plasma; Prokaryotic nucleosome; Ag- 
gregation sensitivity; Chromatin (Kellenkrger, E. (29) 51) 

HPLC 
6-Aminopenicillanic a&$ Calorimetry; Enthalpy; Entropy; 
Equilibrium constant; Gibbs energy; Heat capacity; PeniciIlin 
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

Hydra&n shell 
Nucleic acid hydration; Ultrasound velocity; Apparent molar 
volume; Apparent molar compressibility; Nucltic base (Buckin, 
V.A. (29) 283) 

Muscle contraction; Myosin; Active diftkion; Computer 
simulation; Random walk (Kagawa, H. (29) 327) 
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recoMm&on 
Ribosome; X-ray crystallography; Threadimensional crystal; 
Subunit tunnel; Heavy-atom duster (Yonath, A. (29) 17) 

Interfadal properties 
~&fkroglobulin; Protein unfolding; Water/mercury inter- 
face; Differential capacitance (Brabec, V. (29) 271) 

Ion channel 
Action potential; Axonal membrane; Nat fhtx; Solid-state 
conductance (Rosenbusch, J.P. (29) 79) 

Postsynaptic potential, Membrane potential; Receptor activa- 
tion (Gage, P.W. (29) 95) 

Na+-glutamate cotrttnsport; K+; H+; Electrogenicity; Rate 
limitation (Kinne, R. (29) 105) 

K+ 
Na+glutamate cotransport; H+; Electrsgenicity; Rate limita- 
tion; Ion channel (Kimre, R (29) 105) 

Kblatics 
Palladium complex; Reaction mechanism; Polycytidylic acid 
(Mknard, R (29) 263) 

Thermophihc enzyme; Temperature adaptation; Codon/ 
anticodon; Evolution; Genetic code (Zuber, H. (29) 171) 

Lampnnk-Bledgett f iim 
Excitation; Spontaneous oscillation (Yoshikawa, K. (29) 293) 

Data analysis; Hemoglobin (Di Cera, E. (29) 351) 

Ligand-biig- 
Hemoglobin; Photodissociation; Time-resolved optical spec- 
troscopy; Structural dynamics (Murray, L.P. (29) 63) 

Light- lraMdudon 
Bacteriorhodopsin; Retinal; Photocurrent; Proton conduction; 
Bioenergetics (Keszthelyi, L. (29) 127) 

Association constant; Macromolecular interaction (Zimmer- 
man, J.K. (29) 231) 

Limitedproteolysis 
Thermophilic enzyme; Thermolyti, Protein domain; Protein 
dynamics (Montana, A. (29) 181) 

Lipid melting 
Protein dcnaturation; Heat capacity; Phase transition; Dif- 
ferential scan&g caIorimetry (Bend&o, P.I. (29) 301) 

Lkpdd crystal 
Chlorophyll a; Polarized resonance Raman spectrum; Order 
parameter; Distribution function (Wr&el, D. (29) 309) 

MaerulndaeulprInmraetion 
Association constant; Light scattering (Zimmerman, J.K. (29) 
231) 

MacNmoldar reccgnitfon 
Bacterial surface protein; Outer membrane protein; Electron 
microscopy: Shape determination (Baumeister, W. (29) 39) 

MeM%plamdoptf~pnisotrow 
Dipole moment; Molar Kerr constant; Polyglycine; Secondary 
structure; Unperturbed dimensions (Dolcet, C. (29) 253) 

Collagen structure; ~MediVe tissue; X-ray diffraction; 
Molecular packing; Fibril size distribution (Parry, DAD. (29) 
195) 

Menthrane potential 
Ca*+ channel; Neurotransmitter release (Pamas, I. (29) 85) 

Ion charmeh Postsynaptic potential; Receptor activation (Gage, 
P.W. (29) 95) 

Donuan potential (Ohshima, H. (29) 277) 

Interfacial properties; Protein unfolding; Water/mercury in- 
terface; Differential capacitance (Brahec, V. (29) 271) 

Mitochondria 
H+-ATP synti, ATP synthesis (Martins, O.B. (29) 111) 

MC&U Kerr smnsbmt 
Dipole moment; &au squared optical anisotropy; Poly- 
glycine; Secondary structure; Unperturbed dimensions (Dolce& 
C. (29) 253) 

Protein-protein interaction; Quatemary structure (Zielenkie- 
wicz, P. (29) 219) 

MoleeularpacMng 
Collagen structure; Connective tissue; Mechanical properties; 
X-ray diffraction; Fibril size distribution (Parry, D.A.D. (29) 
195) 

Mnsele contraction 
Myosin; Active diffusion; Hyper-sharp phenomenon; Com- 
puter simulation; Random walk (Kagawa, H. (29) 327) 

My&r 
Muscle contraction; Active diffusion; Hyper-sharp phenome- 
non; Computer simulation; Random walk (Kagaws, H. (29) 
327) 
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Na+ electmebemical gradient 
Amino acid gradient; (Mouse ascites tumour cell) (Eddy, A.A. 
(29) 119) 

Na+ flux 
Action potential, Axoual membrane; Ion channel; Solid-state 
conductance (Rosenbusch, J.P. (29) 79) 

Na+-gluuunate mtramqmrt 
K+; H+; Electrogenicity; Rate limitation; Ion channel (Khme, 
R (29) 105) 

Nmtter relense 
Ca*+ channel; Membrane potential (Pamas, I. (29) 85) 

Nuckk add hjddot~ 
Ultrasound velocity; Apparent molar volume; Apparent molar 
compressibility; Hydration shell; Nucleic base (Buckin, V.A. 
(29) 283) 

Nuckkbsse 
Nucleic acid hydration; Ultrasound velocity; Apparent molar 
volume; Apparent molar compressibility; Hydration shell 
(Buckin, V.A. (29) 283) 

5’-Nlldeetidase 
ESR, Spin labeling (Fini, C. (29) 225) 

G&l paramek 
Chlorophyll a; Polar&xl twonan= Raman spectrum; Liquid 
crystal, Distribution function (Wrbbel, D. (29) 309) 

OscBktory enzyme 
Birhythmicity; Bursting; Chaos (Goldbeter, A. (29) 211) 

Outertnmhmepmtein 
Bacterial surface protein; Electron microscopy; Shape 
determination; Macromolecular recognition (Baumeister, W. 
(29) 391 

Palladium mmpiex 
Kinetics; Reaction mechanism; Polycytidylic acid (M&mud, R. 
(29) 263) 

Peramyuain 
Catch mechanism; Filament network; Phosphotylation; Catch 
state; Relaxed state (Chen, G. (29) 147) 

Penieillln aeylase 
6-Aminopenicillanic acid; Calorimetry; Bnthalpy; Entropy; 
Equilibrium constant; Gibbs energy; Heat capacity; HPLC; 
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245) 

C-Amiuopenielllanic acid; Calorimetry; Enthalpy; Entropy; 
Equilibrium constant; Gibbs energy; Heat capacity; HPLC, 
Penicillin acylase; Thermodynamics (Tewari, Y.B. (29) 245) 

Phase tnlmition 
Protein deuaturation; Lipid melting; Heat capacity; Differen- 
tial scanning calotimetry (Bend&o, P.I. (29) 301) 

Phobic maponse 
Cyanobacteti, Electric gradient; Gating channel; Pbototaxis: 
Proton-motive force; (Pkvmidium uncinatum) (H&k, D.-P. 
(29) 155) 

Paramyosiu; Catch mechanism; Filament network; Catch state; 
Relaxed state (Chen, G. (29) 147) 

PbotoculTmt 
Bacteriorhodopsiu; Retinal; Light-energy transduction; Proton 
conduction; Bioenergetics (Keszthelyi, L. (29) 127) 

Phot-on 
Hemoglobin, Time-resolved optical spectroscopy; Ligand- 
binding kinetics; Structural dynamics (Murray, L.P. (29) 63) 

Phototaxis 
Cyanobactcria, Electric gradient; Gating channel; Phobic re- 
sponse; Proton-motive force; (Phormiditun uncixarrun) (H&r, 
D.-P. (29) 155) 

PeltUi&resonSneeRMNulspectnrm 
Chlorophyll n; Liquid crystal; Order parameter; Distribution 
function (Wrbbel, D. (29) 309) 

Polycytidylk add 
Palladium complex; Kinetics; Reaction mechanism (Menard, 
R (29) 263) 

Polyglyeine 
Dipole moment; Mean squared optical anisotropy; Molar Kerr 
constant; Secondary structure; Unperturbed dimensions 
(Dolcet, C. (29) 253) 

PoQltpyMpticpofenfipl 
Ion channel; Membrane potential; Receptor activation (Gage, 
P.W. (29) 95) 

Pmkaryotic nueleeaouk? 
DNA, DNA-containing plasma; Histone-like protein; Aggre- 
gation sensitivity; Chromatin (Kellenberger, E. (29) 51) 

Proteitl &Itahtration 
Lipid melting; Heat capacity; Phase transition; Differential 
manning calorimetry (Bendzko, P.I. (29) 301) 

Protein demahl 
Thermophilic enzyme; Thermolysin; Limited proteolysis; Pro- 
tein dynamics (Fontana, A. (29) 181) 

Protein dynamics 
Themmpldic enzyme; Themmlysin; Limited proteolysis; Pro- 
tein domain (For&ma, A. (29) 181) 
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Rotoin-protein interaction 
Molecular modehug; Quaternary structure (Zielenkiewica, P. 
(29) 219) 

Protein unfolfBng 
&-Microglobulin; Interfacial properties; Water/mercury in- 
terface; Differential capacitance (Brabec, V. (29) 271) 

Protmcondudon 
Bacteriorhodopaln; Retinal; Light-energy transduction; Photo- 
current; Bioenergetics (Kesathelyi, L. (29) 127) 

Protao-motive force 
Cyanobacteria; Electric gradient; Gating channel; Phobic re 
sponse; Phototaxis; (Phormidiwn uncinatum) (H&k, D.-P. 
(29) 155) 

Templat&uatructed replication; Biochemical kinetics; Stcchas- 
tic center manifold treatment (Fern&ndez, A. (29) 317) 

Quantunt-mechludcal ealeulatian 
Electronic transition; Tryptophan, Ribonuclease T1 (Illch, P. 
(29) 341) 

Quateraerys- 
Protein-protein interaction; M0Iecular modeling (Zielenkie- 
wic& P. (29) 219) 

RnndomWtdk 
Muscle contraction; Myosiq Active diffusion; Hyper-sharp 
phenomenon; Computer simulation (Sagawa, H. (29) 327) 

Rate Bmitation 
Na+-glutamate cotransport; K+; H+; Ektrogenicity; Ion 
channel (Kinne, R. (29) 105) 

Reaction ntedm&n 
Palladium complex; Kinetics; Polycytidylic acid (MQard, R 
(29) 263) 

lkqstor activation 
Ion channel; Postsynaptic potential; Membrane potential 
(Gage, P.W. (29) 95) 

Relaxed state 
P-yosin; Catch mechanism; Filament network Phosphory. 
lation; Catch state (Chen, G. (29) 147) 

RePmasor-oPeramr eeqlex 
DNA sequence recognition; DNA-protein binding; X-ray 
crystallography; Transcriptional regulation (Harrison, SC. (29) 
31) 

Retinal 
Bacteriorhodopsin; Light-energy transduction; Phokurrent; 
Proton conduction; Bioenergetics (Keaztbelyi, L. (29) 127) 

Ribonuclease T, 
Electronic transition; Tryptophaq Quantum-mechanical caku- 
lation (Ilicb, P. (29) 341) 

Ribosonle 
X-ray crystallography; ‘Ibree-dimensional crystal, Image re- 
construction; Subunit tunnel; Heavy-atom cluster (Yonath, A. 
(2% 17) 

Dipole moment; Mean squared optical anisotropy; Molar Kerr 
constant; Polyglycine; Unperturbed dimensions (Do&t, C. 
(29) 253) 

Shape determfnatlon 
Bacterial surface protein Outer membrane protein; Electron 
microscopy; Macromolecular recognition (Baumeister, W. (29) 
39) 

Solid-state cothctnnce 
Action potential; Axonal membrane; Ion channel; Na+ flux 
(Rosenbusch, J.P. (29) 79) 

Spin labe~mg _I 

5’-Nucleotidase; ESR (Fini, C. (29) 225) 

Spontaneous osefllation 
Excitation; Langmuir-Blodgett fii (Yoshikawa, K. (29) 293) 

stochssdc center manifoill treatmfmt 
QB-replicase; Template-instructed replication; Biochemical 
kinetics (Femkndez, A. (29) 317) 

Structuraldynamics 
Hemoglobin; Photodissociation; Time-resolved optical spec- 
troscopy; Ligand-binding kinetics (Murray, L.P. (29) 63) 

fGtmdwd tran9itioa 
DNA topoisomerase; DNA supercoiling; intracellular DNA 
(Giaever, G.N. (29) 7) 

SubunittuMel 
Ribosome; X-ray crystallography; Threedimensional crystal; 
Image reconstruction; Heavy-atom cluster (Yonath, A. (29) 17) 

Temperatum ada@ation 
Thermopbilic enzyme; Lactate dehydrogenase; Codon/ 
anticodon; Evolution; Genetic code (Zuber, H. (29) 171) 

Template-lnatnsetedreplicatioo 
Q&replicase; Biochemical kinetics; Stochastic center manifold 
treatment (Fernfmdex, A. (29) 317) 

C-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy; 
Equilibrium constant; Gibbs energy; Heat capacity; HPLC; 
Penicillin acylase; Penicillin G (Tewari, Y.B. (29) 245) 
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l%emlolysin 
Thermophilic enzyme; Limited protwlysis; Protein domain, 
Protein dynamics (Fontana, A. (29) 181) 

Tbemtophlllc enzyme 
Temperature adaptation; Lactate dehydrogenase; Codon/ 
anticodon; Evolution; Genetic code (Zuber, H. (29) 171) 

Thermolysin; Limited proteolysis; Protein domain, Protein 
dynamics (Fontana, A. (29) 181) 

lluwdhnenaional crystal 
Ribosome; X-ray crystallography; Image reconstruction; Sub- 
unit tunnel; Heavy-atom cluster (Yonath, A. (29) 17) 

Tile-resolved optical spectroscopy 
Hemoglobin; Photodissociation; L&and-binding kinetics; 
Structural dynamics (Murray, L.P. (29) 63) 

Tnsnscrlptioual wgulatfon 
DNA sequence recognition; DNA-protein binding; X-ray 
crystallography; Repressor-operator complex (Harrison, S.C. 
(29) 31) 

Trl5poohl 
Ca*+ regulation; Ca*+ -receptor protein, Cahuoduliu; Acto- 
myosin; Cytoplasmic streaming; (Physurum polycephalum) 
(Ebashi, S. (29) 137) 

Tryptophan 
Electronic transition; Ribonuclcase Tt; Quantum-mechanical 
calculation (Ilich, P. (29) 341) 

UlW velocity 
Nucleic acid hydration; Apparent molar volume; Apparent 
molar compressibility; Hydration shell; Nucleic base (Buckin, 
V.A. (29) 283) 

IJ- dlmensioue 
Dipole moment; Mean squared optical anisotropy; Molar Kerr 
constant; Polyglycine; Secondary structure (Dolce& C. (29) 
253) 

Water 
Cryobehavior; Cryoprotectant; Biopolymer; Gelation (Vincent, 
C. (29) 161) 

Water/merwry Irtte&tce 
&Microglobulin; Interfacial properties; Protein unfolding; 
Differential capacitance (Brabw, V, (29) 271) 

Ribosome; Three-&mensional crystal, Image reconstruction; 
Subunit tunnel; Heavy-atom cluster (Yonath, A. (29) 17) 

DNA sequence rewgnition; DNA-protein binding; Repressor- 
operator complex; Transcriptional regulation (Harrison, S.C. 
(29) 31) 

X-ray diffraction 
Collagen structure; Connective tissue; Mechanical properties; 
Molecular packing; Fibril sbz distribution (Parry, D.A.D. (29) 
195) 


