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Action potential
Axonal membrane; Ton channel; Na* flux; Solid-state conduc-
tance (Rosenbusch, J.P. (29) 79)

Active diffusion
Muscle contraction; Myosin; Hyper-sharp phenomenon; Com-
puter simulation; Random walk (Kagawa, H. (29) 327)

Actomyosin
Ca?* regulation; Ca2*-receptor protein; Troponin; Calmodu-
lin; Cytoplasmic streaming; ( Physarum polvcephalum) (Ebashi,
S.(29)137)

Aggregation sensitivity
DNA; DNA-containing plasma; Prokaryotic nucleosome; His-
tone-like protein; Chromatin (Kellenberger, E. (29) 51)

Amino acid gradient
Na* electrochemical gradient; (Mouse ascites tumour cell)
(Bddy, A.A. (29) 119)

6-Aminopenicillanic acid

Calorimetry; Enthalpy; Entropy; Equilibrium constant; Gibbs
energy; Heat capacity; HPLC; Penicillin acylase; Penicillin G;
Thermodynamics (Tewari, Y.B. (29) 245)

Apparent molar compressibility
Nucleic acid hydration; Ultrasound velocity; Apparent molar
volume; Hydration shell; Nucleic base (Buckin, V.A. (29) 283)

Apparent molar volume

Nucleic acid hydration; Ultrasound velocity; Apparent molar
compressibility; Hydration shell; Nucleic base (Buckin, V.A.
(29) 283)

Association constant
Macromolecular interaction; Light scattering (Zimmerman,
IK. 29)231) ° :

H *.ATP synthase
Mitochondria; ATP synthesis (Martins, O.B. (29) 111)

ATP synthesis
H*-ATP synthase; Mitochondria (Martins, O.B. (29) 111)

Axonal membrane
Action potential; Ton channel; Na™* flux; Solid-state conduc-
tance (Rosenbusch, J.P. (29) 79)
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Bacterial surface protein

Outer membrane protein; Electron microscopy; Shape de-
termination; Macromolecular recognition (Baumeister, W. (29)
39)

Bacteriorhodopsin
Retinal; Light-energy transduction; Photocurrent; Proton con-
duction; Bioenergetics (Keszthelyi, L. (29) 127)

Biochemical kinetics
QB-replicase; Template-instructed replication; Stochastic
center manifold treatment (Ferndndez, A. (29) 317)

Bioenergetics
Bacteriorhodopsin; Retinal; Light-energy transduction; Photo-
current; Proton conduction (Keszthelyi, L. (29) 127)

Biopolymer
Cryobehavior; Cryoprotectant; Water; Gelation (Vincent, C.
(29) 161)

Birhythmicity
Oscillatory enzyme; Bursting; Chaos (Goldbeter, A. (29) 211)

Bursting
Oscillatory enzyme; Birhythmicity; Chaos (Goldbeter, A. (29)
211)

Ca?* channel
Neurotransmitter release; Membrane potential (Parnas, 1. (29)
85)

Ca?*-receptor protein

Ca?* regulation; Troponin; Calmodulin; Actomyosin; Cyto-
plasmic streaming; (Physarum polycephalum) (Ebashi, S. (29)
137)

Cal* regulation

Ca?"-receptor protein; Troponin; Calmodulin; Actomyosin;
Cytoplasmic streaming; (Physarum polycephalum) (Ebashi, S.
(29) 137)

Calmodulin
Ca?* regulation; Ca®*-receptor protein; Troponin; Actomyo-
sin; Cytoplasmic streaming; ( Physarum polycephalum) (Ebashi,
S. (29) 137)



360

Calorimetry

6-Aminopenicillanic acid; Enthalpy; Entropy; Equilibrium
constant; Gibbs energy; Heat capacity; HPLC; Penicillin
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Catch mechanism
Paramyosin; Filament network; Phosphorylation; Catch state;
Relaxed state (Chen, G. (29) 147)

Catch state
Paramyosin; Catch mechanism; Filament network; Phosphory—
lation; Relaxed state (Chen, G. (29) 147) :

Chaos
Oscillatory enzyme; Birhythmicity; Bursting (Goldbeter, A.
(29) 211)

Chlorophyll ¢
Polarized resonance Raman spectrum; Liquid crystal; Order
parameter; Distribution function (Wrébel, D. (29) 309)

Chromatin

DNA; DNA-containing plasma; Prokaryotic nucleosome; His-
tone-like protein; Aggregation sensltmty (Kellcnbergcr E. (29)
51)

Codon / anticodon
Thermophilic enzyme; Temperature adaptation; Lactate dehy-
drogenase; Evolution; Genetic code (Zuber, H. (29) 171)

Collagen structure ‘

Connective tissue; Mechanical properties; X-ray diffraction;
Molecular packing; Fibril size distribution (Parry, D.A.D. (29)
195)

Comparter simulation.
Muscle contraction; Myosin; Active diffusion; Hyper-sharp
phenomenon; Random walk (Kagawa, H. (29) 327)

.Connective tissue

Collagen structure; Mechanical properties; X-ray diffraction;
Molecular packing; Fibril size distribution (Parry, D.A.D. (29)
195)

Cryoprotectant; Water; Biopolymer; Gelation (Vincent, C. (29)
161)

Cryoprotectant
Cryobehavior; Water, Blopolymer Gelation (Vmcent C. (29

161)

Cyanobacteria
Electric gradient; Gating channel; Phobic response;  Photo-
taxis; Proton-motive force; (Phormidium uncinaturn) (Héder,
D.:P. (29) 155)

Cytoplasmic streaming

Ca?" regulation; Ca?*-receptor protein; Troponin; Calmodu-
lin; Actomyosin; (Physarum polycephalum) (Ebashi, S. (29)
137)

Data analysis
Ligand binding; Hemoglobin (Di Cera, E. (29) 351)

Differential capacitance
B,-Microglobulin; Interfacial properties; Protein . unfolding;
Water,/mercury interface (Brabec, V. (29) 271)

Differential scanning calorimetry
Protein denaturation; Lipid melting; Heat capacity; Phase
transition (Bendzko, P.I. (29) 301)

Dipole moment

Mean squared optical anisotropy; Molar Kerr constant; Poly-
glycine; Secondary structure; Unperturbed dimensions (Dolcet,
C. (29) 253)

Distribution function
Chlorophyll a; Polarized resonance Raman spectrum; Liquid
crystal; Order parameter (Wrobel, D. (29) 309)

DNA

DNA-containing plasma; Prokaryotic nucleosome; Histone-like
protein; Aggregation sensitivity; Chromatin (Kellenberger, E
(29) 51)

intracellular DNA
DNA topoisomerase; DNA supercoiling; Structural transition
(Giaever, GN. (29) 7)

DNA-containing plasma
DNA,; Prokaryotic nucleosome; Histone-like protein; Aggrega-
tion sensitivity; Chromatin (Kellenberger, E. (29) 51)

DNA-protein binding

DNA sequence recognition; X-ray crystallography; Repressor-
operator complex; Transcriptional regulation (Harrison, S.C.
29 31)

DNA sequence recognition

DNA-protein binding; X-ray crystallography; Repressor-oper-
ator complex; Transcriptional regulation (Harrison, S.C. 29)
i)

DNA supercoiling
DNA topoisomerase; intracellular DNA; Structural transition
(Giaever, G.N. (29) 7)

DNA topoisomerase
DNA supercoiling; intracellular DNA; Structural transition
(Giaever, GN. Q9 7)



Donnan potential
Membrane potential (Ohshima, H. (29) 277)

Electric gradient

Cyanobacteria; Gating channel; Phobic response; Phototaxis;
Proton-motive force; (Phormidium wncinatum) (Htder, D.-P.
(29) 155)

Electrogenicity
Na*-glutamate cotransport; K*; H*; Rate limitation; Ion
channel (Kinne, R. (29) 105)

Electronic transition
Tryptophan; Ribonuclease T;; Quantum-mechanical calcula-
tion (Ilich, P. (29) 341)

Electron microscopy

Bacterial surface protein; Outer membrane protein; Shape
determination; Macromolecular recognition (Baumeister, W.
(29) 39)

Enthalpy

6-Aminopenicillanic acid; Calorimetry; Entropy; Equilibrium
constant; Gibbs energy; Heat capacity; HPLC; Penicillin
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Entropy

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Equilibrium
constant; Gibbs energy; Heat capacity; HPLC; Penicillin
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Equilibrium constant

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;
Gibbs energy; Heat capacity; HPLC; Penicillin acylase; Peni-
cillin G; Thermodynamics (Tewari, Y.B. (29) 245)

ESR
5’.Nucleotidase; Spin labeling (Fini, C. (29) 225)

Evolution

Thermophilic enzyme; Temperature adaptation; Lactate dehy-
drogenase; Codon/anticodon; Genetic code (Zuber, H. (29)
171)

Excitation
Spontaneous oscillation; Langmuir-Blodgett film (Yoshikawa,
K. (29) 293)

Fibril size distribution
Collagen structure; Connective tissue; Mechanical properties;
X-ray diffraction; Molecular packing (Parry, D.A.D. (29) 195)

Filament network
Paramyosin; Catch mechanism; Phosphorylation; Catch state;
Relaxed state (Chen, G. (29) 147)
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Gating channel

Cyanobacteria; Electric gradient; Phobic response; Phototaxis;
Proton-motive force; (Phormidium uncinarum) (Hider, D-~P.
(29) 155)

Gelation v
Cryobehavior; Cryoprotectant; Water; Biopolymer (Vincent,
C. (29) 161)

Genetic code
Thermophilic enzyme; Temperature adaptation; Lactate dehy-
drogenase; Codon/ anticodon; Evolution (Zuber, H. (29) 171)

Gibbs energy

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;
Equilibrium constant; Heat capacity; HPLC; Penicillin acylase;
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

H +
Na*-glutamate cotransport; K*; Electrogenicity; Rate limita-
tion; Ton channel (Kinne, R. (29) 105)

Heat capacity

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;
Equilibrium constant; Gibbs energy; HPLC; Penicillin acylase;
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Protein denaturation; Lipid melting; Phase transition; Dif-
ferential scanning calorimetry (Bendzko, P.I. (29) 301)

Heavy-atom cluster
Ribosome; X-ray crystallography; Three-dimensional crystal;
Image reconstruction; Subunit tunnel (Yonath, A. (29) 17)

Hemoglobin

Photodissociation; Time-resolved optical spectroscopy; Lig-
and-binding kinetics; Structural dynamics (Murray, L.P. (29)
63)

Data analysis; Ligand binding (Di Cera, E. (29) 351)

Histone-like protein
DNA; DNA-containing plasma; Prokaryotic nucleosome; Ag-
gregation sensitivity; Chromatin (Kellenberger, E. (29) 51)

HPLC

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;
Equilibrium constant; Gibbs energy; Heat capacity; Penicillin
acylase; Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Hydration shell

Nucleic acid hydration; Ultrasound velocity; Apparent molar
volume; Apparent molar compressibility; Nucleic base (Buckin,
V.A. (29) 283)

Hyper-sharp phenomenon
Muscle contraction; Myosin; Active diffusion; Computer
simulation; Random walk (Kagawa, H. (29) 327)
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Image reconstruction
Ribosome; X-ray. crystallography; Three-dimensional crystal;
Subunit tunnel; Heavy-atom cluster (Yonath, A. (29) 17)

Interfacial properties
B-Microglobulin; Protein unfolding; Water/mercury inter-
face; Differential capacitance (Brabec, V. (29) 271)

Ton channel
Action potential; Axonal membrane; Nat flux; Solid-state
conductance (Rosenbuisch, J.P. (29) 79)

Postsynaptic potential; Membrane potential; Receptor activa-
tion (Gage, P.W. (29) 95)

Na*-glutamate cotransport; K*; H*; Electrogenicity; Rate
limitation (Kinne, R. (29) 105)

K+
Na*-glutamate cotransport; H*; Electrogenicity; Rate limita-
tion; Ion channel (Kinne, R. (29) 105)

Kinetics
Palladium complex; Reaction mechanism; Polycytidylic acid
(Ménard, R. (29) 263)

Lactate dehydrogenase
Thermophilic enzyme; Temperature adaptation; Codon/
anticodon; Evolution; Genetic code (Zuber, H. (29) 171)

Langmuir-Blodgett film
Excitation; Spontaneous oscillation (Yoshikawa, K. (29) 293)

Ligand binding
Data analysis; Hemoglobin (Di Cera, E. (29) 351)

Ligand-binding kinetics
Hemoglobin; Photodissociation; Time-resolved optical spec-
troscopy; Structural dynamics (Murray, L.P. (29) 63)

Light-energy transduction
Bacteriorhodopsin; Retinal; Photocurrent; Proton conduction;
Bioenergetics (Keszthelyi, L. (29) 127)

Light scattering
Association constant; Macromolecular interaction (Zimmer-
man, JK. (29) 231)

Limited proteolysis
Thermophilic enzyme; Thermolysin; Protein domain; Protein
dynamics (Fontana, A. (29) 181)

Lipid melting
Protein denaturation; Heat capacity; Phase tramsition; Dif-
ferential scanning calorimetry (Bendzko, P.I. (29) 301)

Liquid crystal
Chlorophyll a; Polarized resonance Raman spectrum; Order
parameter; Distribution function (Wrébel, D. (29) 309)

Macromolecular interaction
Association constant; Light scattering (Zimmerman, J.K. (29)
231)

Macromolecular recognition
Bacterial surface protein; Outer membrane protein; Electron
microscopy; Shape determination (Baumeister, W. (29) 39)

Mean squared optical anisotropy
Dipole moment; Molar Kerr constant; Polyglycine; Secondary
structure; Unperturbed dimensions (Dolcet, C. (29) 253)

Mechanical properties

Collagen structure; Connective tissue; X-ray diffraction;
Molecular packing; Fibril size distribution (Parry, D.A.D. (29)
195)

Membrane potential
Ca®* channel; Neurotransmitter release (Parnas, 1. (29) 85)

Ion channel; Postsynaptic potential; Receptor activation (Gage,
P.W. (29) 95)

Donnan potential (Ohshima, H. (29) 277)

B;-Microglobulin
Interfacial properties; Protein unfolding; Water/mercury in-
terface; Differential capacitance (Brabec, V. (29) 271)

Mitochondria
H*-ATP synthas¢; ATP synthesis (Martins, O.B. (29) 111)

Molar Kerr constant

Dipole moment; Mean squared optical anisotropy; Poly-
glycine; Secondary structure; Unperturbed dimensions (Dolcet,
C. (29) 253)

Molecular modeling
Protein-protein interaction; Quaternary structure (Zielenkie-
wicz, P. (29) 219)

Molecular packing

Collagen structure; Connective tissue; Mechanical properties;
X-ray diffraction; Fibril size distribution (Parry, D.A.D. (29)
195)

Muscle contraction
Myosin; Active diffusion; Hyper-sharp phenomenon; Com-
puter simulation; Random walk (Kagawa, H. (29) 327)

Myosin

Muscle contraction; Active diffusion; Hyper-sharp phenome-
non; Computer simulation; Random walk (Kagawa, H. (29)
327)



Na* electrochemical gradient
Amino acid gradient; (Mouse ascites tumour cell) (Eddy, A.A.
(29) 119)

Na* flux
Action potential; Axonal membrane; Ion channel; Solid-state
conductance (Rosenbusch, I.P. (29) 79)

Na*-glutamate cotransport
K*; H*; Electrogenicity; Rate limitation; Ion channel (Kinne,
R. (29) 105)

Neurotransmitter release
Ca?* channel; Membrane potential (Parnas, 1. (29) 85)

Nucleic acid hydration

Ultrasound velocity; Apparent molar volume; Apparent molar
compressibility; Hydration shell; Nucleic base (Buckin, V.A.
(29) 283)

Nucleic base

Nucleic acid hydration; Ultrasound velocity; Apparent molar
volume; Apparent molar compressibility; Hydration shell
{Buckin, V.A. (29) 283)

5’-Nucleotidase
ESR; Spin labeling (Fini, C. (29) 225)

Order parameter
Chlorophyll g; Polarized resonance Raman spectrum; Liquid
crystal; Distribution function (Wrébel, D. (29) 309)

Oscillatory enzyme
Birhythmicity; Bursting; Chaos (Goldbeter, A. (29) 211)

Outer membrane protein

Bacterial surface protein; Electron microscopy; Shape
determination; Macromolecular recognition (Baumeister, W.
(29) 39)

Palladium complex
Kinetics; Reaction mechanism; Polycytidylic acid (Ménard, R.
(29) 263)

Paramyosin
Catch mechanism; Filament network; Phosphorylation; Catch
state; Relaxed state (Chen, G. (29) 147)

Penicillin acylase

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;
Equilibrium constant; Gibbs energy; Heat capacity; HPLC;
Penicillin G; Thermodynamics (Tewari, Y.B. (29) 245)

Penicillin G

6-Aminopenicillanic acid; Calorimetry; Enthaipy; Entropy;
Equilibrium constant; Gibbs energy; Heat capacity; HPLC;
Penicillin acylase; Thermodynamics (Tewari, Y.B. (29) 245)

363

Phase transition
Protein denaturation; Lipid melting; Heat capacity; Differen-
tial scanning calorimetry (Bendzko, P.I. (29) 301)

Phobic response

Cyanobacteria; Electric gradient; Gating channel; Phototaxis;
Proton-motive force; (Phormidium uncinatum) (Hider, D.-P.
(29) 155)

Phosphorylation
Paramyosin; Catch mechanism; Filament network; Catch state;
Relaxed state (Chen, G. (29) 147)

Photocwrrent
Bacteriorhodopsin; Retinal; Light-energy transduction; Proton
conduction; Bioenergetics (Keszthelyi, L. (29) 127)

Photodissociation
Hemoglobin; Time-resolved optical spectroscopy; Ligand-
binding kinetics; Structural dynamics (Murray, L.P. (29) 63)

Phototaxis )

Cyanobacteria; Electric gradient; Gating channel; Phobic re-
sponse; Proton-motive force; ( Phormidium uncingtum) (Hider,
D.-P. (29) 155)

Polarized resonance Raman spectrum
Chlorophyll a; Liquid crystal; Order parameter; Distribution
function (Wrdbel, D. (29) 309)

Polycytidylic acid
Palladium complex; Kinetics; Reaction mechanism (Ménard,
R. (29) 263)

Polyglycine

Dipole moment; Mean squared optical anisotropy; Molar Kerr
constant; Secondary structure; Unperturbed dimensions
(Dolcet, C. (29) 253)

Postsynaptic potential
Ion channel; Membrane potential; Receptor activation (Gage,
P.W. (29) 95)

Prokaryotic nucleosome ‘
DNA; DNA-containing plasma; Histone-like protein; Aggre-
gation sensitivity; Chromatin (Kellenberger, E. (29) 51)

Protein denaturation
Lipid melting; Heat capacity; Phasc transition; Differential
scanning calorimetry (Bendzko, P.I. (29) 301)

Protein domain
Thermophilic enzyme; Thermotlysin; Limited proteolysis; Pro-
tein dynamics (Fontana, A. (29) 181)

Protein dynamics
Thermophilic enzyme; Thermolysin; Limited proteolysis; Pro-
tein domain (Fontana, A. (29) 181)
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Protein-protein interaction
Molecular modeling; Quaternary structure (Zielenkiewicz, P.
(29) 219)

Protein unfolding
Pr-Microglobulin; Interfacial properties; Water/mercury in-
terface; Differential capacitance (Brabec, V. (29) 271)

Proton conduction
Bacteriorhodopsin; Retinal; Light-energy transduction; Photo-
current; Bioenergetics (Keszthelyi, L. (29) 127)

Proton-motive force

Cyanobacteria; Electric gradient; Gating channel; Phobic re-
sponse; Phototaxis; (Phormidium uncinatum) (Hider, D.-P.
(29) 155)

Qp-replicase
Template-instructed replication; Biochemical kinetics; Stochas-
tic center manifold treatmerit (Fernindez, A. (29) 17

Quantum-mechanical calculation
Electronic transition; Tryptophan; Ribonuclease T, (Tlich, P.
(29) 341)

Quaternary structure
Protein-protein interaction; Molecular modeling (Zielenkie-
wicz, P. (29) 219) ‘

Random walk
Muscle contraction; Myosin; Active diffusion; Hyper-sharp
phenomenon; Computer simulation (Kagawa, H. (29) 327)

Rate limitation
Na-glutamate cotransport; K*; H*; Electrogenicity; Ion
channel (Kinne, R. (29) 105)

Reaction mechanism
Palladium complex; Kinetics; Polycytidylic acid (Ménard, R.
(29) 263)

Receptor activation
Ion channel; Postsynaptic potential, Membrane potential
(Gage, P.W. (29) 95)

Relaxed state
Paramyosin; Catch mechanism; Filament network; Phosphory-
lation; Catch state (Chen, G. (29) 147)

Repressor-operator complex

DNA sequence recognition; DNA-protein binding; X-ray
crystallography; Transcriptional regulation (Harrison, $.C. (29)
31)

Retinal
Bacteriorhodopsin; Light-energy transduction; Photocurrent;
Proton conduction; Bioenergetics (Keszthelyi, L. (29) 127)

Ribonuclease T,
Electronic transition; Tryptophan; Quantum-mechanical calcu-
lation (Ilich, P. (29) 341)

Ribosome

X-ray crystallography; Three-dimensional crystal; Image re-
canstruction; Subunit tunnel; Heavy-atom cluster (Yonath, A.
2917

Secondary structure

Dipole moment; Mean squared optical anisotropy; Molar Kerr
constant; Polyglycine; Unperturbed dimensions (Dolcet, C.
(29) 253)

Shape determination

Bacterial surface protein; Outer membrane protein; Electron
microscopy; Macromolecular recognition (Baumeister, W. (29)
39 .

Solid-state conductance
Action potential; Axonal membrane; Ion channel; Na* flux
(Rosenbusch, J.P. (29) 79)

Spin labeling ~
5'-Nucleotidase; ESR (Fini, C. (29) 225)

Spontaneous oscillation
Excitation; Langmuir-Blodgett film (Yoshikawa, K. (29) 293)

Stochastic center manifold treatment
Qp-replicase; Template-instructed replication; Biochernical
kinetics (Fernindez, A. (29) 317)

Structural dynamics
Hemoglobin; Photodissociation; Time-resolved optical spec-
troscopy; Ligand-binding kinetics (Murray, L.P. (29) 63)

Structural transition
DNA topoisomerase; DNA supercoiling; intracellular DNA
(Giaever, G.N. (29) 7

Subumit tunnel
Ribosome; X-ray crystallography; Three-dimensional crystal;
Image reconstruction; Heavy-atom cluster (Yonath, A. (29) 17)

Temperature adaptation
Thermophilic enzyme; Lactate dehydrogenase; Codon/
anticodon; Evolution; Genetic code (Zuber, H. (29) 171)

Template-instructed replication
QB-replicase; Biochemical kinetics; Stochastic center manifold
treatment (Fernindez, A. (29) 317)

Thermodynamics

6-Aminopenicillanic acid; Calorimetry; Enthalpy; Entropy;

Equilibrium constant; Gibbs energy; Heat capacity; HPLC;
Penicillin acylase; Penicillin G (Tewari, Y.B. (29) 245)



Thermolysin
Thermophilic enzyme; Limited proteolysis; Protein domain;
Protein dynamics (Fontana, A. (29) 181)

Thermophilic enzyme
Temperature adaptation; Lactate dehydrogenase; Codon/
anticodon; Evolution; Genetic code (Zuber, H. (29) 171)

Thermolysin; Limited proteolysis; Protein domain; Protein
dynamics (Fontana, A. (29) 181)

Three-dimensional crystal
Ribosome; X-ray crystallography; Image reconstruction; Sub-
unit tunnel; Heavy-atom cluster (Yonath, A. (29) 17)

Time-resolved optical spectroscopy
Hemoglobin; Photodissociation; Ligand-binding kinetics;
Structural dynamics (Murray, L.P. (29) 63)

Transcriptional regulation

DNA sequence recognition; DNA-protein binding; X-ray
crystallography; Repressor-operator complex (Harrison, S.C.
(29 31)

Troponin

Ca?" regulation; Ca®*.receptor protein; Calmodulin; Acto-
myosin; Cytoplasmic streaming; (Physarum polycephalum)
(Ebashi, S. (29) 137)

Tryptophan
Electronic transition; Ribonuclease T;; Quantum-mechanical
calculation (Ilich, P. (29) 341)
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Ultrasound velocity

Nucleic acid hydration; Apparent molar volume; Apparent
molar compressibility; Hydration shell; Nucleic base (Buckin,
V.A.(29) 283)

Unperturbed dimensions

Dipole moment; Mean squared optical anisotropy; Molar Kerr
constant; Polyglycine; Secondary structure (Dolcet, C. (29)
253) . .

Water
Cryobehavior; Cryoprotectant; Biopolymer; Gelation (Vincent,
C. (29) 161)

Water / mercury interface
By-Microglobulin; Interfacial properties; Protein unfolding;
Differential capacitance (Brabec, V., (29) 271)

X-ray crystallography
Ribosome; Three-dimensional crystal; Image reconstruction;
Subunit tunnel; Heavy-atom cluster (Yonath, A. (29) 17)

DNA sequence recognition; DNA-protein binding; Repressor-
operator complex; Transcriptional regulation (Harrison, S.C.
29 31)

X-ray diffraction

Collagen structure; Connective tissue; Mechanical properties;
Molecular packing; Fibril size distribution (Parry, D.A.D. (29)
195)



